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AMENDMENTS TO THE SPECIFICATION 

Please replace the paragraph on page 4 between lines 28-29 with the following 
paragraph: 

Fig. 1: cDNA coding for the carboxy terminal part of the GBSSI of Chlamydomonas 
reinhardtii (SEP IP NPS 10-12. respectively in order of appearance). 



Please replace the paragraph on page 4 between lines 30-3 1 with the following 
paragraph: 

Fig. 2: cDNA coding for the GBSSI of Chlamydomonas reinhardtii \ and peptide 
sequence of the GBSSI of Chlamydomonas reinhardtii (SEP ID NOS 1, 3 and 15. respectively 
in order of appearance) . 



Please replace the paragraph on page 5, line 33 to page 6, line 3 with the following 
paragraph: 

coding for the GBSSI of Chlamydomonas reinhardtii of about 640 to 680 
amino acids, especially of about 660 amino acids, of which the amino terminal end 
corresponds to the following succession of amino acids: 
ALDTVMVAAEVAPGGKTGGLGDV fSEO ID NO: 13). or 

ALDIVMV AAEVAPWSKTGGLGDV (SEP ID NO: 14). and of which the carboxy 
terminal end corresponds to the succession of amino acids shown in Fig. 1, 



2 



PAGE 2/5 * RCVD AT 4/1 8/2005 10:49:31 AM [Eastern Daylight Time]* SVR:USPTO-EPXRF1/24 " DNIS:2730939* CSID:1 212 681 8002 " DURATION <mm-ss):01 -30 



FromiMUSERLIAN, LUCAS and MERCANTI 1 212 661 8002 04/18/2005 09:51 #489 P.003/Q05 



Please replace the paragraph on page 10, between lines 5-12 with the following 
paragraph: 

the GBSSI of Chlamydomonas reinhardtii of about 640 to 680 amino acids, of 
which the amino terminal end corresponds to the following succession of amino acids: 

ALD I VMVAAEVAP GGKTGGLGD V (SEP ED NO:13>. or 

A LDIVMVAAEVAPWSKTGGLGD V fSEO ID NO:14\ and the carboxy terminal end 
corresponds to the succession of amino acids shown in Fig. I, the said GBSSI being 
encoded by the nucleotide sequence obtained by screening a cDNA library prepared from 
cells of Chlamydomonas reinhardtii, by means of an antiserum obtained by immunization 
of rabbits with the starch extracted from the aforementioned cells of Chlamydomonas 
reinhardtii, 

Please replace the paragraph on page 13, line 29 to page 14, line 2 with the following 
paragraph: 

The invention relates more particularly to the aforementioned starch granules comprising 
a fusion polypeptide defined above, the said fusion polypeptide containing the GBSSI of 
Chlamydomonas reinhardtii of about 640 to 680 amino acids described above, the amino 
terminal end of which corresponds to the following succession of amino acids: 
ALDIVMVAAEVAPGGKTGGLGDV (SEP ID NP:13l or ALD I VMVAAEVAP WSKTG- 
GLGDV (SEP ID NO:14\ and the carboxy terminal end corresponds to the succession of amino 
acids shown in Fig. 1, or a fragment or a derived polypeptide such as are described above of the 
GBSSI of Chlamydomonas reinhardtii. 

3 

PACE 3/5 " RCVD AT 4M 8/2005 10:49:31 AM [Eastern Daylight Time] • SVR:USPTO-EFXRF-1/24 * DNIS: 2730939 " CSID:1 212 661 8002 ' DURATION <mm-ss):01-30 



From rMUSERL IAN, LUCAS and MERCANTI 1 212 661 8002 04/18/2005 09:52 #489 P.004/005 



Please replace the paragraph on page 14 between lines 3 to 11 with the following 
paragraph: 

The invention relates more particularly to the aforementioned starch granules comprising 
a fusion polypeptide defined above, the said fusion polypeptide containing the sequence 
delimited by the amino acids located at positions 1 to 708 in Fig. 2 (SEP ID NG:3). coding for 
the GBSSI of Chlamydomonas reinhardtii in the form of a pre-protein of 708 amino acids, or 
any fragment as defined above of the peptide sequence shown in Fig. 2, especially any sequence 
in which the amino acid of the amino terminal end corresponds to that located in one of the 
positions 1 to 58 in Fig. 2 and SEP ID NQ:3 , and in which the amino acid of the carboxy 
terminal end corresponds to that located in one of the positions 495 to 708 in Fig. 2 and SEP ID 
NP:3. such as the fragments mentioned above. 

Please replace the paragraph on page 33 between lines 12-14 with the following 
paragraph: 

Amino terminal sequences: 

p GBSSI of the 137C strain: ALDIVMVAAEVAPGGKTGGLGDV (SEP ID 
NP:13^ 

p GBSSI of the 18B strain: ALDIVMVAAEVAPGGKTGGLGDV (SEP ID 
NP:13^ 
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